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gctcccagcc 


aagaacctcg 


gggccgctgc 


gcggtgggga 


ggagttcccc 


gaaacccggc 


60 


cgctaagcga 


ggcctcctcc 


tcccgcagat 


ccgaacggcc 


tgggcggggt 


caccccggct 


120 


gggacaagaa 


gccgccgcct 


gcctgcccgg 


gcccggggag 


ggggctgggg 


ctggggccgg 


180 


aggcggggtg 


tgagtgggtg 


tgtgcggggg 


gcggaggctt 


gatgcaatcc 


cgataagaaa 


240 


tgctcgggtg 


tcttgggcac 


ctacccgtgg 


ggcccgtaag 


gcgctactat 


ataaggctgc 


300 


cggcccggag 


ccgccgcgcc 


gtcagagcag 


gagcgctgcg 


tccaggatct 


agggecaega 


3-60 


ccatcccaac 


ccggcactca 


cagccccgca 


gcgcatcccg 


gtcgccgccc 


agcctcccgc 


420 


acccccatcg 


ccggagctgc 


gccgagagcc 


ccagggaggt 


gcc atg egg age ggg 
Met Arg Ser Gly 


475 



tgt gtg gtg gtc cac gta tgg ate ctg gcc ggc 
Cys Val Val Val His Val Trp He Leu Ala Gly 
5 10 15 

gcc ggg cgc ccc etc gcc ttc teg gac gcg ggg 
Ala Gly Arg Pro Leu Ala Phe Ser Asp Ala Gly 
25 30 

ggc tgg ggc gac ccc ate cgc ctg egg cac ctg 
Gly Trp Gly Asp Pro He Arg Leu Arg His Leu 
40 45 



etc tgg ctg gcc gtg 523 
Leu Trp Leu Ala Val 
20 

ccc cac gtg cac tac 571 
Pro His Val His Tyr 
35 

tac acc tec ggc ccc 619 
Tyr Thr Ser Gly Pro 
50 



cac ggg etc tec age tgc ttc ctg cgc ate cgt gcc gac ggc gtc gtg 



667 
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His Gly Leu Ser Ser Cys Phe Leu Arg He Arg Ala Asp Gly Val Val 
55 60 65 

gac tgc gcg egg ggc cag age gcg cac agt ttg ctg gag ate aag gca 715 
Asp Cys Ala Arg Gly Gin Ser Ala His Ser Leu Leu Glu He Lys Ala 
70 75 80 

gtc get ctg egg ace gtg gec ate aag ggc gtg cac age gtg egg tac 7 63 

Val Ala Leu Arg Thr Val Ala He Lys Gly Val His Ser Val Arg Tyr 
85 90 95 100 

etc tgc atg ggc gee gac ggc aag atg cag ggg ctg ctt cag tac teg 811 
Leu Cys Met Gly Ala Asp Gly Lys Met Gin Gly Leu Leu Gin Tyr Ser 
105 HO 115 

gag gaa gac tgt get ttc gag gag gag ate cgc cca gat ggc tac aat 859 
Glu Glu Asp Cys Ala Phe Glu Glu Glu He Arg Pro Asp Gly Tyr Asn 
120 125 130 

gtg tac cga tec gag aag cac cgc etc ccg gtc tec ctg age agt gee 907 
Val Tyr Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala 
135 140 145 

aaa cag egg cag ctg tac aag aac aga ggc ttt ctt cca etc tct cat 955 
Lys Gin Arg Gin Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His 
150 155 160 

ttc ctg ccc atg ctg ccc atg gtc cca gag gag cct gag gac etc agg 1003 
Phe Leu Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg 
165 170 175 ^ 180 

ggc cac ttg gaa tct gac atg ttc tct teg ccc ctg gag ace gac age 1051 
Gly His Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser 
185 190 195 

atg gac cca ttt ggg ctt gtc ace gga ctg gag gee gtg agg agt ccc 10 99 

Met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro 
200 205 210 

age ttt gag aag taa ctgagaccat gcccgggcct cttcactgct gecagggget 1154 
Ser Phe Glu Lys 
215 



•r-;^2cctg cagcgtgggg gaegtgette tacaagaaca gtcctgagtc cacgttctgt 1214 

c-agctttag gaagaaacat ctagaagttg tacatattca gagttttcca ttggcagtgc 1274 

cagrttctag ccaatagact tgtctgatca taacattgta agectgtage ttgcccagct 1334 

gctgcctggg cccccattct gctccctcga ggttgctgga caagctgetg cactgtctca 1394 

g-zr—crrcrg aatacctcca tcgatgggga actcacttcc tttggaaaaa ttcttatgtc 1454 

aagctgaaat tctctaattt tttctcatca cttccccagg ageagecaga agacaggcag 1514 

tagtirttaat ttcaggaaca ggtgatccac tctgtaaaac agcaggtaaa tttcactcaa 1574 

c =*-gtgg gaattgatct atatctctac ttccagggac catttgccct tcccaaatcc 1634 
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ctccaggcca 
ctggagcccc 
tggatgctgt 
accagccctc 
cttatgtcaa 
agtcttgtca 
gcacttggtt 
tttcttacat 
atattaaaat 



gaactgactg 
actccagccc 
cctgagaata 
tgcccacctc 
cctgcacttc 
ataacttgct 
ttccaacatg 
tatttatgcc 
ggagtttgtt 



gagcaggcat 
tgggacaact 
acttgctgtc 
acatgcctcc 
ttgttcaaaa 
gtgtggaagc 
atatttatga 
cccaaattat 
tgtaaaaaaa 



ggcccaccag 
tgagaattcc 
ccggtgtcac 
ccatggattg 
atcaggaaaa 
agcgggggaa 
gtaatttatt 
atttatgtat 
aaaaaaaaaa 



gcttcaggag 
ccctgaggcc 
ctgcttccat 
gggcctccca 
gaaaagattt 
gacctagaac 
ttgatatgta 
gtaagtgagg 
aaa 



taggggaagc 

agttctgtca 
ctcccagccc 
ggccccccac 
gaagacccca 
cctttcccca 
catctcttat 
tttgttttgt 



<210> 2 

<211> 216 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Arg Ser Gly Cys Val Val Val His Val Trp He Leu Ala Gly Leu 
1 5 10 15 

Trp Leu Ala Val Ala Gly Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro 
20 25 30 

His Val His Tyr Gly Trp Gly Asp Pro He Arg Leu Arg His Leu Tyr 
35 40 45 

Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg He Arg Ala 
50 55 60 

Asp Gly Val Val Asp Cys Ala Arg Gly Gin Ser Ala His Ser Leu Leu 
65 70 75 80 

Glu He Lys Ala Val Ala Leu Arg Thr Val Ala He Lys Gly Val His 
85 90 95 

Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gin Gly Leu 
100 • 105 110 

Leu Gin Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu He Arg Pro 
115 120 125 



1694 
1754 
1814 
1874 
1934 
1994 
2054 
2114 
2157 



Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu Pro Val Ser 
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4 



130 135 



140 



Leu Ser Ser Ala Lys Gin Arg Gin Leu Tyr Lys Asn Arg Gly Phe Leu 

145 150 155 ' 160 

Pro Leu Ser His Phe Leu Pro Met Leu Pro Met Val Pro Glu Glu Pro 

165 170 175 

Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser Ser Pro Leu 

180 185 190 

Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala 

195 200 205 



Val' Arg Ser Pro Ser Phe Glu Lys 
210 215 



